
CLARION™     
Advanced Antibiograms

Create dozens of antibiogram 
variations in just a few clicks to 
deliver reports that are dynamic, 
granular, and syndrome specific.

CLARION is the solution for labs and antimicrobial stewardship programs (ASP) looking 
to deliver clinically useful antibiogram information and trend dynamic AMR data for 
leadership. By tailoring to special patient populations or a specific hospital unit, ASPs 
can more effectively promote the right drug for the right patient as soon as possible.

CLARION is supported by infectious diseases (ID) pharmacists with real-world clinical 
experience who recognize the complexities associated with getting the data right.

Near real-time data insights and multiple filtering 
options enable dozens of unique antibiogram 
combinations. A grouping feature for some organisms 
allows clinicians to combine microbiologically distinct 
pathogens into clinically similar groups.

PIONEERING DIAGNOSTICS
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Tracking susceptibility patterns and trends over time 
susceptibility patterns over time may help identify 
changes in empiric prescribing guidelines and may 
impact formulary changes and ASP interventions.

CLARION allows for the ability to...

•	 Monitor alignment with breakpoints

•	 Monitor epidemiological cut-off values (ECOFF)

•	 Make improvements in the choice of empiric 
antibiotic treatment regimens for diseases state 
guidelines at local level

Easily look at any number of drug-resistant organisms 
and use the drop-down list of available drugs to 
determine the most ideal therapy in near real-time and 
using the most current data available.

Distinguish between organisms without and with 
phenotypically expressed resistance mechanism.


