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Rapid characterization of mutations associated with 
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Species identi� cation 
via hsp65 sequencing 
Lineage identi� cation 
via CRISPR locus spoligotyping

Clear quality control status

Detailed variant information 
   Single nucleotide 
polymorphisms

   Indels

AMR data for 16 anti-TB drugs 
>1,200 drug resistance-associated mutations

In-depth per-sample results

AMR annotations 
   WHO catalogue of mutations3

  WHO expert rules3

  Full-gene deletions

FAST, EASY WORKFLOW TO ASSESS MDR IN TB POSITIVE SAMPLES

RELIABLE DATA AND RESULTS FOR RESEARCH INSIGHTS DRUG-RESISTANT TUBERCULOSIS: 
A PUBLIC HEALTH CRISIS

RELIABLE RESULTSEFFICIENT WORKFLOW BIOMÉRIEUX EXPERTISE

   Same-day results with next-
generation sequencing work� ow

    Targeted nanopore sequencing – 
scalable and � exible

   Benchtop device for any lab and 
reusable � ow cells

   Built-in software for automated data 
analysis and reporting

   Targeted next-generation sequencing 
method recommended by WHO for 
AMR testing accuracy1

   In-depth per-sample results

   AMR data for 24 resistance genes
 >1,200 drug resistance-associated 
mutations

   Clear quality control status

   More than 60 years as a global leader 
in infectious disease diagnostics

   Specialized expertise in antimicrobial 
resistance and stewardship

   Broad network ensuring reliable 
delivery and expert service
in 160+ countries

   Bringing a complete solution to 
support labs globally in the � ghts 
against resistant TB

   Enrichment of 27 gene targets 

   Simple, multiplex library 
preparation

   Benchtop GridION AmPORE-TB device*, 
deployable in diverse environments

   Scalable, � exible sequencing:

    One to � ve individually addressable 
� ow cells

   Up to 24 samples per � ow cell: 
22 research samples + two controls 

   Reuse each � ow cell for up 
to 88 research samples

*The GridION AmPORE-TB device, installed with the AmPORE-TB 
data analysis software, distributed by bioMérieux (Q-GRD-MK1-ATB)

   Bioinformatics work� ow built into 
GridION AmPORE-TB

   Automated execution after sequencing 

   No internet connection or cloud upload 
required

   AMR data for 24 resistance genes

   Species and lineage identi� cation

   Detailed variant information

Multiplex PCR 
and library preparation

Targeted nanopore 
sequencing Local analysis Outputs

2h 2h 1h

Sputum sample DNA extraction

Tuberculosis (TB) is today the leading cause of death due to infection by a single organism, 
according to the World Health Organization (WHO). More than 10 million people contract TB 
each year, about 99% of whom live in low- and middle-income countries. WHO estimates 
that there are more than 400,000 cases of rifampicin-resistant TB and/or multidrug-
resistant TB (MDR/RR-TB) annually, though only two out of � ve are diagnosed and treated. 
Drug Resistant TB (DR-TB), especially multidrug- or rifampicin-resistant TB, greatly increases 
risks of morbidity and mortality.1,2

AmPORE-TB
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bioMérieux S.A. 
69280 Marcy l’Etoile • France
Tel.: + 33 (0)4 78 87 20 00 • Fax: +33 (0)4 78 87 20 90
www.biomerieux.com 

In its global strategy for TB prevention, WHO underscores the need for rapid, 
reliable antimicrobial susceptibility tests for Mycobacterium tuberculosis.2

Integrated into this strategy, WHO points to next generation sequencing as 
a critical new tool and names AmPORE-TB as one of three targeted methods 
meeting the class-based performance criteria for the detection of AMR gene 
mutations following rifampicin resistant TB diagnosis.1

AmPORE-TB delivers rapid AMR data directly from extracted DNA samples. 
It o� ers fast library preparation, on-demand sequencing on the GridION Q-line 
device** and sequencing in about two hours with hands-o� , comprehensive 
onboard analysis. This e�  cient work� ow has the potential to deliver rapid 
– even same day – results. 

**The end-to-end work� ow, inclusive of reagents, GridION device, and 
software, is manufactured under ISO 13485.
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AmPORE-TB: The future 
of TB antimicrobial resistance detection

Designed by Oxford Nanopore Technologies, manufactured by Oxford Nanopore Diagnostics - a fully owned subsidiary of Oxford Nanopore Technologies plc. 
Oxford Nanopore Technologies products are not intended for use for health assessment or to diagnose, treat, mitigate, cure, or prevent any disease or condition.

AmPORE-TB and GridION are registered trademarks or trademark applications of Oxford Nanopore 
Technologies plc in various countries.

OUR COMMITMENT TO GLOBAL HEALTH
bioMérieux works hand in hand with local organizations, international aid organizations, governmental 
partners, Non-governmental organizations (NGOs), foundations and funding agencies globally 
to bring diagnostics solutions equitably to regions most in need. Under the guidance of our dedicated 
Global Health Department, we support implementation and long-term sustainability of our solutions 
for infectious diseases and Antimicrobial Stewardship. Our commitment to supporting the � ght 
against TB is precisely aligned with our overall commitment to Global Health.
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